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Microbial analysis of groundwater related to the denitrification in limestone aquifer
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RALY 9 i} B B = i1 %
S1-1 ) . ) . 138/139 99%
Burkholderiales 2 [Burkholderiaceae 2 | Ralstonia 2 |Ralstonia sp. 2 AY216797
S2-1 Betaproteobacteria | 3 107/121 88%
S7-3 Rhod 1 |Rh Denitratis 1 |D 1 [151/160 94% AB552842
S3-3 Proteobacteria | 7 110/115 95%
S5-1 Epsilonproteobacter Heli ceae 3 3 autot 3 [134/135 99% CP002205
. 4 |Campylobacterales | 4

S6-1 a 164/167 98%
S7-4 Campylobacteraceae 1 sp. 1]134/135 99% AM084124
S1-2 Micrococcus 1 [Micrococcus sp. 1.1122/124 98% AM990848
S3-4 Micrococcaeae 3 107/112 95%

. . . . A 2 |A sp. 2 JF339999
S4-2 Actinobacteria | 5 [Actinobacteria 5 |Actinomycetales 5 96/106 90%
S3-5 |Bacterid 20 119/121 98%

2 7e 2 [7e jenkinsii 2 Y14597

S4-1 117/119 98%
S7-1 Bacteroidetes 1 |Flavobacteriia 1 |Flavobacteriales 1 |Crymorphaceae 1 | Fluviicola 1 | Fluviicola taffensis 1 [148/155 95% CP002542
S5-4 Chloroflexi 1 |Dehals 1 |Unclassified 1 |Unclassified 1 [Deh. 1 ]D. opore, 1 [129/136 94% CP002084

) ) Unclassified Unclassified Unclassified Unel idobacteria bacterium )
S§7-2 Acidobacteria 1 Acidobacteria 1 Acidobacteria 1 . . 1 1 UCL-105 1 185/94 90% JF707544
S3-1 Unclassified 1 [Bacterium SH1-3 1 1134/139 96% JQ269247
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S5-5 Unclassified 5 |Unclassified 5 |Unclassified 5 |Unclassified 5
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