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Where was domestic non-native fish species Rhynchocypris oxycephalus
introduced to Kanto region, Japan from?
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Fig. 1 Sampling locations and clades. These
clades are defined in fig. 2
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Fig. 2 Maximum likelihood tree of
mitochondrial DNA tRNA-Thr and
D-loop gene sequence for R.
oxycephalus  populations. The
number beside each internal
branch indicates bootstrap values.
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