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Analysis of food habit for the red-eared sliders using environmental DNA
extracted from their feces
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Photos of the red-eared slider (left) and the slider feces
used for DNA extraction (right)
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Carapace length, body weight, feces volume and
extracted DNA concentration of the slider sample

RE g,

ExrES | EFE ® B #¥ = |DNARE
1 180 870 0.16 5.5
2 195 1,075 0.41 7.5
3 209 1,330 0.24 10.6
4 201 1,235 0.20 14.3
5 160 520 0.39 5.4
6 178 870 0.27 38.3
7 221 1,765 0.32 4.7
8 199 1,335 0.20 8.6
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Abbreviated name, scientific name of targeted plant and
its DNA size of rbcL gene amplified using PCR

B4 g a4 4 X
=2 3 ¥ |Phragmites australis 202
BHSY 4 #7 |Ranunculus sceleratus| 462
s Veronica peregrine
TLYTY 7 A f. xalapengis ’ 258
AXA/HBRES |ARX|Poaannua 167
hoOFix #1 J |Veronica undulate 259
AR TINF 4 % |Cardamine scutata 192
Eg=E= < 1 |Zizania latifolia 335
a AW Jryw Iy |34 |Medicago lupulina 125
INR /N R [Nelumbo nucifera 174
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Frequency of DNA fragment of target plant amplified from each slider eDNA in four PCR replications

HEYmE (BE4)

BHES 32 | 5% | 74 | RZX | 59 | 5% | wa | 34 | nx | RHH
1 1 0 0 0 0 1 1 4 0 4
2 4 0 0 1 0 0 1 3 4 5
3 2 0 0 0 4 0 2 2 1 5
4 1 0 0 1 4 0 0 2 4 5
5 3 0 0 1 0 0 1 1 1 5
6 1 0 0 0 4 0 0 1 0 3
7 0 0 0 0 0 0 1 2 0 2
8 1 0 0 0 0 0 0 0 3 2
ERCS 5 7 0 0 3 3 1 5 7 5 7
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